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<110> APPLICANT: BERGMANN, ANDREAS 
STRUCK, JOACHIM 
UHLEIN, MONIKA 

<120> TITLE OF INVENTION: USES OF CARBAMOYL PHOSPHATE SYNTHETASE 1 (CPS 1) AND 

ITS FRAGMENTS FOR THE DIAGNOSIS OF INFLAMMATORY 

DISEASES AND SEPSIS 
<130> FILE REFERENCE: 121778-04341933 
<140> CURRENT APPLICATION NUMBER: 10/511,756 
<141> CURRENT FILING DATE: 2004-10-19 
<150> PRIOR APPLICATION NUMBER: PCT/EP03/03 939 
<151> PRIOR FILING DATE:. 2003-04-15 
<150> PRIOR APPLICATION NUMBER: EP 020088415 
<151> PRIOR FILING DATE: 2002-04-19 
<160> NUMBER OF SEQ ID NOS : 8 
<170> SOFTWARE: Patentln Ver. 2.1 
<210> SEQ ID NO: 1 
<211> LENGTH: 11 
<212> TYPE: PRT 
<213> ORGANISM: Homo sapiens 
<400> SEQUENCE: 1 

Gly Gin Asn Gin Pro Val Leu Asn lie Thr Asn 

15 10 
<210> SEQ ID NO: 2 
<211> LENGTH: 7 
<212> TYPE: PRT 
<213> ORGANISM: Homo sapiens 
<400> SEQUENCE: 2 
Asn Gin Pro Val Leu Asn lie 

1 5 
<210> SEQ ID NO: 3 
<211> LENGTH: 13 
<212> TYPE: PRT 
<213> ORGANISM: Homo sapiens 
<400> SEQUENCE: 3 

Ala Gin Thr Ala His He Val Leu Glu Asp Gly Thr Lys 



10 



<210> SEQ ID NO: 
<211> LENGTH: 4 
<212> TYPE: PRT 
<213> ORGANISM: 
<400> SEQUENCE: 
Thr Ala His He 
1 



Homo 
4 



sapiens 
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70 <210> SEQ ID NO: 5 

71 <211> LENGTH: 12 

72 <212> TYPE: PRT 

73 <213> ORGANISM: Homo sapiens 

75 <400> SEQUENCE: 5 

76 Ala Phe Ala Met Thr Asn Gin lie Leu Val Glu Lys 

77 1 5 10 

81 <210> SEQ ID NO: 6 

82 <211> LENGTH: 1500 

83 <212> TYPE: PRT 

84 <213> ORGANISM: Homo sapiens 

86 <400> SEQUENCE: 6 

87 Met Thr Arg lie Leu Thr Ala Phe Lys Val Val Arg Thr Leu Lys Thr 

88 1 5 10 15 

90 Gly Phe Gly Phe Thr Asn Val Thr Ala His Gin Lys Trp Lys Phe Ser 

91 20 25 30 

93 Arg Pro Gly lie Arg Leu Leu Ser Val Lys Ala Gin Thr Ala His lie 

94 35 40 45 

96 Val Leu Glu Asp Gly Thr Lys Met Lys Gly Tyr Ser Phe Gly His Pro 

97 50 55 60 

99 Ser Ser Val Ala Gly Glu Val Val Phe Asn Thr Gly Leu Gly Gly Tyr 
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289 



1075 



1080 



1085 



2 91 Arg Ser lie Phe Ser Ala Val Leu Asp Glu Leu Lys Val Ala Gin Ala 
292 1090 1095 1100 

2 94 Pro Trp Lys Ala Val Asn Thr Leu Asn Glu Ala Leu Glu Phe Ala Lys 
295 1105 1110 1115 1120 

2 97 Ser Val Asp Tyr Pro Cys Leu Leu Arg Pro Ser Tyr Val Leu Ser Gly 
298 1125 1130 1135 

300 Ser Ala Met Asn Val Val Phe Ser Glu Asp Glu Met Lys Lys Phe Leu 

301 1140 1145 1150 

3 03 Glu Glu Ala Thr Arg Val Ser Gin Glu His Pro Val Val Leu Thr Lys 
304 1155 1160 1165 

306 Phe Val Glu Gly Ala Arg Glu Val Glu Met Asp Ala Val Gly Lys Asp 

307 1170 1175 1180 

309 Gly Arg Val He Ser His Ala He Ser Glu His Val Glu Asp Ala Gly 

310 1185 1190 1195 1200 

312 Val His Ser Gly Asp Ala Thr Leu Met Leu Pro Thr Gin Thr He Ser 

313 1205 1210 1215 

315 Gin Gly Ala He Glu Lys Val Lys Asp Ala Thr Arg Lys He Ala Lys 

316 1220 1225 1230 

318 Ala Phe Ala He Ser Gly Pro Phe Asn Val Gin Phe Leu Val Lys Gly 

319 1235 1240 1245 

321 Asn Asp Val Leu Val He Glu Cys Asn Leu Arg Ala Ser Arg Ser Phe 

322 1250 1255 1260 

324 Pro Phe Val Ser Lys Thr Leu Gly Val Asp Phe He Asp Val Ala Thr 

325 1265 1270 1275 1280 

327 Lys Val Met He Gly Glu Asn Val Asp Glu Lys His Leu Pro Thr Leu 

328 ' 1285 1290 1295 

330 Asp His Pro He He Pro Ala Asp Tyr Val Ala He Lys Ala Pro Met 

331 1300 1305 1310 

333 Phe Ser Trp Pro Arg Leu Arg Asp Ala Asp Pro He Leu Arg Cys Glu 

334 1315 1320 1325 

336 Met Ala Ser Thr Gly Glu Val Ala Cys Phe Gly Glu Gly He His Thr 

337 1330 1335 1340 

339 Ala Phe Leu Lys Ala Met Leu Ser Thr Gly Phe Lys He Pro Gin Lys 

340 1345 1350 1355 1360 

342 Gly He Leu He Gly He Gin Gin Ser Phe Arg Pro Arg Phe Leu Gly 

343 1365 1370 1375 

345 Val Ala Glu Gin Leu His Asn Glu Gly Phe Lys Leu Phe Ala Thr Glu 

346 1380 1385 1390 

348 Ala Thr Ser Asp Trp Leu Asn Ala Asn Asn Val Pro Ala Thr Pro Val 

349 1395 1400 1405 

351 Ala Trp Pro Ser Gin Glu Gly Gin Asn Pro Ser Leu Ser Ser He Arg 

352 1410 1415 1420 

354 Lys Leu He Arg Asp Gly Ser He Asp Leu Val He Asn Leu Pro Asn. 

355 1425 1430 1435 1440 

357 Asn Asn Thr Lys Phe Val His Asp Asn Tyr Val He Arg Arg Thr Ala 

358 1445 1450 1455 

360 Val Asp Ser Gly He Pro Leu Leu Thr Asn Phe Gin Val Thr Lys Leu 

361 1460 1465 1470 
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